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OBJECTIVE 

 

 Synthesis of small dehydro-peptide based self-assembled peptides having different 

chemical structure. 

 Purification of these peptides using HPLC. 

 Bio-physical characterization of synthesized peptides using different techniques such as 

DLS, UV-visible, NMR, FT-IR, MASS and TEM. 

 Studied Anti-microbial activities of these synthesized peptides.  
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ABSTRACT 

 

The study focuses on the synthesis and characterization of imidazole-containing dehydropeptide 

nanoparticles through solution and solid-phase peptide synthesis. In pharmaceutical chemistry, 

imidazole and its derivatives are among the most significant and often utilized heterocycles. Due 

to the distinct structural characteristics of the imidazole ring, imidazole derivatives can bind to a 

variety of enzymes and receptors with ease through a variety of weak interactions, exhibiting a 

broad spectrum of biological and pharmacological effects. Many imidazole derivatives have been 

utilized extensively as anti-inflammatory, anticancer, antiviral, antibacterial, and other 

therapeutic agents in the field of medicinal chemistry. Therefore, in this study, the synthesized 

nanostructures will be evaluated for the anti-microbial properties in Gram-positive and Gram-

negative bacteria through Zone of Inhibition (ZOI) and Minimum Inhibitory Concentration 

(MIC). The physical characterization of the subjected nanoparticles was done using various 

spectroscopic techniques, including Infrared (IR), Nuclear Magnetic Resonance (NMR), and 

Ultraviolet (UV) spectroscopy, and size and zeta-potential analysis of the nanoparticles were 

carried out by DLS. It was observed that the synthesized peptide was self-assembled in aqueous 

media in the range of 222-650 nm with a zeta potential ranging from (+4) to (+9). Furthermore, 

it was observed that the projected nanostructures showcased initial antimicrobial activity, thereby 

contributing to potential applications in the field of nanomedicine. 

 

Keywords: 

Dehydro-peptide, MIC, Anti-microbial activity, DLS, HPLC, TEM, FT-IR. 
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Self-assembly of amino acid-based peptides into a broad range of nanostructures, the majority 

of which are biodegradable and have significant biological activities[1]. The synthetic 

techniques, distinct structural features, and potential biological applications of self-assembled 

peptides as biomaterials for disease theranostics have been extensively and thoroughly 

investigated in recent decades. Peptide-based materials have applications in bioelectronics, 

imaging techniques, solar energy transformation, drug delivery, tissue engineering, peptide 

vaccinations, antimicrobial and anti-cancer therapy[2]. 

There are various reasons why the peptide-based nanomaterial is attractive[1] 

1) Easy synthesis permits molecular modification and cost effective.  

 

2) Biodegradable and biocompatible. 

 

3) Control secondary structure like, α-helices and β-sheets, possibly altered for enhancing their 

self-assembly mechanism. 

 

Peptides that form β-sheets exhibit a remarkable capacity for assembly into one-dimensional 

(1D) nanostructures via intramolecular hydrogen bonding[3]. Interactions between one-

dimensional (1D) peptide-based nanostructures can give rise to three-dimensional (3D) 

networks. On certain secondary structures, peptides offers special flatform to synthesize 

materials having tunable structural features at the nanoscale. Bioactive hydrogels that mirror 

the content and characteristics of natural extracellular matrix (ECM) can be made by adding 

certain amino acid sequences or modifying their self-assembled structures, which further 

adjusts the biodegradability.  

Molecular self-assembly is an exciting approach for generating nanoscale materials because of 

its simplicity of use[4][5][6]. Molecules spontaneously arranged themselves into ordered 

structures at various length scales by this free energy driven mechanism. Self-assembled 

nanostructures, such as nanofibers, nanotubes, vesicles and micelles are built by synthetic 

molecules like amino acids, oligo- and polypeptides, polymers, dendrimers, and π-conjugated 

polypeptides[7].  Main advantage of using this technique to create nanoscale objects is that the 

structural characteristics of final assemblies can be easily and precisely adjusted based on 

molecular chemistry, assembling environment (temperature, solvents, pH and co-assembling 

molecules), and assembly kinetics. When using such self-assembling substances, main 

objective involves fulfilling their intended purpose rather than necessarily creating 

thermodynamically stable structures. Thus, structures that are metastable, or kinetically 

trapped, may increase the diversity of these materials by providing structures that change over 

time. For examples, artificial cell scaffold materials should support and signal native or 

transplanted cells before breaking down when they are no longer required. Self-assembling 

networks termed as hydrogels that can break down over a specific time frame, have 

considerable potential for transportation of cells in order achieve maximal performance in a 

less invasive manner.  
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Despite having several biological applications, the major drawback of self-assembled 

peptide(SAP) is its limited proteolytic stability. To overcome this drawback, certain strategies 

are used like introducing double bond in peptide structure, using D-amino acids instead of L-

amino acid, incorporation of un-natural chemically modified amino-acid, introducing 

cyclization, N- and C-terminal modification like N-terminal acetylation or C- terminal 

amidation, these alterations can improve the proteolytic stability of peptides while preserving 

their overall structure and function[8][9][10]. 

 

This present research thesis work involves, preparation and biophysical-characterization of 

imidazole containing dehydro-peptide, Ac-ΔPhe-Pro-βAla-His-NH2(I), Ac-ΔPhe-Pro-Arg-

βAla-His-OH(II) and Ac-ΔPhe-Pro-Arg-βAla-His-NH2 (III) having α, β- dehydro-

phenylalanine (ΔPhe ) residue. Addition of ΔPhe, an unsaturated homologue of the naturally 

occurring Phe having a double bond between its α and β carbon atoms, giving more proteolytic 

stability to the peptide and inducing more conformational restrictions in its backbone. Self-

assembled nanostructures characterization was carried out by Dynamic Light Scattering (DLS), 

UV, FT-IR, NMR, Mass spectroscopy. Their shape and size also studied by TEM spectroscopy. 

This comprehensive analysis aids in understanding conformation with characteristics of these 

nanoparticles, that is crucial because of exploring their possible bio-medical functions, novel 

self-assembled nanostructures could thus have potential application to show the initial results 

of antimicrobial activity. 
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Nanoparticles with dimensions ranging from 10 to 1000 nm have lately been recognized of 

potential colloidal drug carriers [3]. In comparison to their bulk materials, nanoparticles have 

a variety of different chemical and physical properties because of their enormous reactive and 

exposed surface area, as well as the quantum size effect resulting from particular electronic 

structures [11]. With their improved solubility and increased bioavailability, nanoparticles can 

target specific drug locations in the body and lengthen the duration the body resists a certain 

stimulus. These carriers shows safe delivery of hazardous therapeutic drugs, protection of non-

target tissues and cells from side effects, and a reduction in drug amount and toxicity [12]. 

Conjugation of the drug to carrier and the targeting strategy are crucial for targeted therapy. 

Controlled drug release can be accomplished by adjusting physiological variables as pH, 

temperature, osmolality, or enzyme activity[13]. 

 

2.1 AMINO ACIDS AND PEPTIDES 
 

According to Mehta and Mehta (2012), the general formula for representing an amino acid is 

RCH(NH2) COOH. Carboxylic acids containing an amino group are referred to termed amino 

acids. Amino acids with α structure are most abundant in nature. An amino (NH2) group, a 

carboxylic group, a hydrogen atom bonded to carbon, and a side chain are generally present in 

all amino acids[14]. 

 

 

Figure 2.1: Amino Acid structure (www.education-portal.com) 

 

Side chains of amino acids vary from one another. They possess distinctive characteristics 

properties due to the variation in side chain. Amino acids produce polymers referred to 

peptides and proteins. Peptides are short sequences of monomers of amino acids joined by 

peptide (amide) bonds. The following categories can be applied to peptides based on what 

number of amino acid units they contain:  

 

• Oligopeptides, which consist of two to nine amino acid units.  

• A polypeptide made up of 10–100 amino acid units.  

•  Protein represents a macro peptide with more than 100 amino acids.  

 

A dipeptide is a peptide that contains two amino acids. In the same manner, a peptide having 

http://www.education-portal.com/
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three amino acid units is often referred to as a tripeptide, a tetrapeptide with four amino acid 

units, and furthermore. Hydrogen ions from the carboxyl end, hydroxyl ions from the amine 

end, or both, are released during the creation of each amide bond, which is why amino acids 

that have been integrated into peptides are referred to as "residue" (Mehta and Mehta, 

2012)[14]. 

 

 

D/L-Amino Acids 

 

One of the key characteristics that is essential for amino acids is their optical properties. Figure 

2.2 displays the two enantiomeric configurations (L and D) for every amino acid, except for 

Gly. There is an increasing amount of interest in the use of synthesis of self-assembling peptide 

motifs with D- amino acids [15]. 

 
 

 

 
 

Figure 2.2:(a) Structure of an L-amino acid. (b) Structure of a D-amino acid. 

 

 

2.2 MOLECULAR SELF-ASSEMBLY PROCESS  
 

Specifically, and locally interacting molecules under thermodynamic and kinetic conditions 

give rise to ordered structures in a spontaneous process known as molecular self-

assembly[16][17]. A well-defined nanostructure is dependent on the identification of particular 

molecules, which is brought about by interactions (non-covalent) like π-π stacking, hydrogen 

bonding, chiral dipole-dipole interactions, hydrophobic forces, and exchange-bonding. Despite 

their relative weakness when acting alone, these forces together have the ability to control how 

molecules self-assemble into ordered nanostructures. 

 

In biological systems, self-assembly is play a crucial role, either to achieve biological functions 

or as part of pathogenic processes. Examples of this include the formation of self-assembly of 

phospholipid into biological membranes, the formation of secondary structures of DNA double 

helices and amyloid fibrils formation. Numerous biomimetic and biological materials are 

created by the "bottom-up" process of molecular self-assembly [18][19]. 



  

7 
 

2.2.1 SELF ASSEMBLY IN PEPTIDES  

Nucleic acids, proteins, peptides, and lipids are among the many biomolecules that are 

synthesized to form nanostructures. Because of their biocompatibility, capacity for particular 

molecular recognition, ease of modification, and accessibility for fabrication, supramolecular 

architectures made of biomolecules have a number of benefits [19][20].  

 

Peptide-based biomaterial production is essentially inspired by natural systems, such as  ability 

of self-assembly of cellular polypeptides/proteins into highly ordered fibrils in 

neurodegenerative diseases like Parkinson's and Alzheimer's[21]. Due to their inherent 

biological origin, peptides, a class of versatile different amino acids, are mostly used 

biomolecules for the formation of nanostructures [20][22]. Dipeptides, copolypeptides, 

dendritic peptides, amphiphilic peptides, bola-amphiphilic peptides, cyclic peptides, and 

surfactant-like The building blocks of peptides, known as cyclic, dendritic, copolypeptide, 

surfactant-like oligopeptide,amphiphile and aromatic peptides, were created and engineered 

for supramolecular creation structures as well as the investigation of their potential uses in 

biology and nanotechnology[23]. 

 

Dipeptides :  

With the aid of multiple non-covalent interactions, dipeptides are the most basic building 

blocks capable of assembling themselves. A standard procedure can be used to synthesize them 

using at ease. As the smallest homoaromatic dipeptide derived from the Alzheimer's β-amyloid 

peptide Aβ-42[24]. The most common dipeptide is FF (diphenylalanine). Many different types 

of nanostructures, including nanotubes, nanoparticles, nanocrystals, etc., have been created 

using FF peptide[25][26]. 
  

 

 

Figure 2.3: Dipeptide (Gly-Ala-OH) 

 

 

 

 



  

8 
 

Amphiphilic Peptides :  

Amphiphilic peptides are characterized by charged hydrophilic head groups and hydrophobic 

tails A variety sel-assembled nanostructures with various structures like, nanotubules, 

nanofibres, and nanovesicles, peptide amphiphiles' hydrophobic alkyl chain essentially 

interacts with the hydrophilic group through electrostatic, hydrophobic, H-bonding and π –π 

stacking. Hydrophilic part and the hydrophobic tails of the overall structures fold themselves 

in an aqueous environment to make them soluble in water [27].  It has been shown that under 

pressure, a C16 alkyl tail containing a V3A3E3 peptide can gel through a variety of electrostatic 

interactions. This gel has served as a scaffold in three-dimensional mesenchymal stem cell 

culture experiments[28][29]. 

 

Cyclic peptides : 

A ring-shaped morphology or structure characterizes cyclic peptide chains, which are 

polypeptide chains. A variety of stable bonds, including amide, lactone, disulfide, ether, and 

others, can be used to link the ends of peptides to form rings. Many physiologically active 

cyclic peptides are formed through the process of N-to-C by formation of an amide bond 

between amino and carboxyl termini. Various naturally self-assembled c-peptides are finding 

important use in the medical realm [30]. 

  

Cyclic peptides can self-assemble into cylindrical nanostructures[31], which take on the 

appearance of tubular structures with a β-sheet due to intermolecular hydrogen bonding 

between amino acids. Because the side chains of cyclic peptides are often orientated on the 

exterior of the tube, their peptide backbone makes them particularly well-suited to produce 

nanotubes. An excellent choice for the creation of nanotubes is cyclic peptides since their 

peptide backbone is usually orientated so that the side chains are on the outside of the tube. 

The appropriate choice of peptide lengths and side chains of amino acids can control the 

cylinder's inner bore and outer facet properties[32]. 

 

A class of amphiphilic self-assembled peptides, which includes EAK, RDA-16 and RADA-16. 

Each of these peptides share a unique architectural structures negative and positive charged  

with hydrophobic side chains on the other have β-sheets. On the base of identification of a 

repeating 16-residue peptide motif with 16-residue EAK16-II, these peptides self-assembled 

into nanofiber scaffolds in yeast that may find use in 3D tissue cultures[20]. Surfactant-like 

oligopeptides have been generated with hydrophobic tails and hydrophilic heads by illustrating 

ideas from the self-assembly of lipids. Hydrophobic tails possess the ability to self-assemble 

into lipid molecules when they group together in water [33]. 

Certain peptide building blocks self-assembly obtained by means of pathogenic processes. ne, 

A primary recognition motif, Phe-Phe, is a well-known example of molecular self-assembly in 

Alzheimer's β-amyloid polypeptide[34]. Phe-Phe based building blocks have a wide range of 

applications and self-assembled into numerous functional nanostructures[23]. With an 

objective of enhancing the qualities and functionalities of FF building blocks, this field is 

expanding quickly. 
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2.3 SELF ASSEMBLED NANOSRTUCTURES  
 

2.3.1 Nanofibrils 

Natural or artificial peptides self-assembly of nanofibrils, which have a various uses in 

bionanotechnology. This fibrillization is pertinent to a number of diseases which like 

Alzheimer's, prion disorder, Parkinson's, Huntington's, and type 2 diabetes, where amyloid 

fibrils are deposited in numerous tissues and organs [35][36]. The β-amyloid polypeptide 

involves Phe-Phe in a significant way. The FF aromatic residue π stacking interaction is what 

results in this process take place [35].  

 

When diphenylalanine is shielded by 9-fluorenylmethoxycarbonyl (Fmoc), it self-assembles 

into nanofibrils in water and forms hydrogel because of hydrogen bonding and π-π stacking 

[37][38]. For some applications, like cell culture with controlled drug, Fmoc-FF hydrogels are 

more advantageous because of the following characteristics:  

 

• More rigid and strong  

 

• Stable under a range of pH and temperature conditions  

 

• Able to maintain itself. These exhibit rheological characteristics and a storage modulus 

(G).  

A molecular model that suggests the peptides formed a cylindrical structure with 

antiparallel β-sheet alignment and lateral π-π interactions between adjacent sheets has been 

proposed recently[39]. 

 

Molecular self-assembly for hydrogelation, that typically occurs in vivo or in vitro, is regulated 

or controlled by variety of natural enzymes, including phosphatase, β-lactamase, thermolysin, 

and phosphatase/kinase. There are two ways that hydrogels can be formed with enzyme tuning: 

   •Hydrogelators are created by removing inhibiting groups from precursor   molecules, which    

allow the hydrogelators to self-assembles[22][40]. 

  • Catalyzing the hydrogelator's bond formation. 

 

For instance, according to Ulijn et al., thermolysin catalyzes the protected Phe-Phe  with Fmoc 

to create a hydrogel by self-assembly into three-dimensional fibril structures [41][42]. 

Enzymatic series of -controled self-assembly of nanostructures dealing with the Phe-Phe motif 

have been gentated [43][44]. Enzyme catalyzes the hydrolysis of β-lactam antibiotics. Through 

the use of the cephem nucleus as a linker, a hydrophilic group and a hydrogelator containing 

the Phe-Phe motif were joined to create a water-soluble precursor. 

Chloroform and aromatic solvents are among the solvents that single dipeptide FF effectively 

gelates as Low Molecule-Mass Organogelators (LMOG)[45]. These thermo-reversible FF 

organogels have an apparent sol-gel transition temperature and are made up of long, entangled 

fibrils. The ageing process or external induction can transform a gel from a kinetically trapped 

state to a more thermodynamically stable crystal. It is easy to realize the structural transition 

of mesostable FF organogels into microcrystals by adding ethanol as a co-solvent to 

toluene[46].Several spectroscopy like, FTIR, CD, TGA,  fluorescence spectroscopy, and XRD, 

are used to determine the self-assembly of  aromatic peptide, Phe-Phe in hydrogels and 
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nanocrystals as a result of intramolecular interaction. Properties of the solvent, such as polarity 

and hydrogen bonding capacity, affect the regulation of assembly of organogold and control of 

nanostructures, microcrystals, and nano-fibers. 

 

2.3.2 Nanowires 
 

The carbon disulfide (CS2) FF dipeptides have the ability to self-assemble into 1D stiff 

nanowires[47]. A potential application for liquid nanowires produced by FF self-assembly is 

in nanopatterning, which involves combining materials to create nanocomposites with 

reinforcement [47]. When nanowires of FF vertically aligned on a substrate with solid-phase 

self-assembly, a  peptide film of amorphous serves as a precursor [48]. Mass transport and 

surface nucleation regulate the growth on solid surfaces of nanowire during water vapour 

method  self-assembly. Heat-responsive nanowire introduction can occur during the phase 

transition of FF molecular arrays[49]. 

 

2.3.3 Transition in nanotubes 

 

The production of tubular nanostructures using proteins and peptides is a highly appealing 

option for possible building blocks, offering a multitude of applications. The most basic 

peptide, diphenylalanine (FF), may self-assemble into lengthy (~100 µm) tubular structures 

through aromatic residue stacking π-π stacking and hydrogen bonding. When a thiol group is 

added to an FF peptide, the resulting peptide's self-assembling capabilities can be changed.  

AFM study of the dried FF nanotubes (FNTs) revealed that they exhibited remarkable thermal 

durability up to 100ºC, but that they lose their structural integrity above that point. Because of 

their special qualities and stiffness, FNTs are the stiffest biological materials that can be used 

to create biocompatible nanodevices. 

 

The production of nanotubes is the result of FF monomers first forming a 2D layer and then 

allowing this layer to close. There are numerous methods for aligning self-assembed peptides. 

When Phe-Phe in HFIP (1,1,1,3,3,3,3 hexa-fluoro-2-propanol) is distributed on salinized glass 

substrate, axial unidirectional growth of nanotubes exhibited array of FNTs with vertically 

aligned, and with the quick evaporation of HFIP and made up of nanotube arrays can be created 

with a thin film [50].  

 

For FNTs to align horizontally, they must first be coated with magnetic nanoparticles on their 

surface and then exposed to an external magnetic field. Whereas FF plays a significant role in 

this context, information about the aromatic rings orientation can be obtained by measuring the 

nanotubes' alignment direction in the magnetic field. Multi-array sensors and nanodevices 

might be made with these FNTs[34]. 

FF has been molded into well-organized films on a variety of substrates (SiO2, Au, Pd, 

alumina, mica, quartz, and InP) by self-assembly of FF in an appropriate solvent, such as N-

methyl-2-pyrolidone[51]. 

 

The cationic dipeptide at a physiological pH generated from FF (H-Phe-Phe-NH.HCI) can self-

assemble into nanotubes[52][53]. A building block's hydrophilic or hydrophobic 
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characteristics and architecture remain constant, but by adjusting pH, temperature, solvent type 

and quality, concentration of the building molecule, and other factors, a varied morphology can 

be created[54]. Peptide building block concentration causes reversible transitions, such as those 

between CDNTPs and vesicle-like forms.Higher concentrations allow for the creation of 

tubular nanostructures through intramolecular interaction, which provides enough energy for 

association. Lower concentrations cause a reduction in free energy and the creation of vesicle-

like structures through molecular rearrangement[55]. 

 

 

2.4 PEPTIDE-INORGANIC HYBRIDS 
 

To improve properties and functions of nano biomaterials is based on combining biological or 

biomimetic building blocks with inorganic functional materials (polyoxometalates, 

nanoparticles, and nanocrystals) for applications in catalytic properties, photonic and electronic 

properties. Synthesis of such multifunctional hybrids involves the mixing of functional 

inorganic elements with FF dipeptide[45][56][57] and the nanotubes  photoluminescent having 

lanthanide ions incorporated[58]. Water-dispersible colloidal spheres were produced by Phe-

Phe containing organogels  nanocrystals[49]. Water phase and an organogel phase containing 

nanocrystals are transferred during this procedure. Cationic dipeptide is protonated, this 

process is occur due to hydrophobic attraction and electrostatic interaction. Within this process, 

peptide encapsulated clusters (PECs) self-assemble to produce hybrid spheres through 

electrostatic contacts at first, and PEC stacking occurs through non-covalent interactions at a 

later stage[58] In addition to macromolecular polymers like FITC labelled dextran and 

fluorescein isothiocyanate (FITC), which are water-soluble small molecules including neutral, 

this hybrid supramolecular network can encapsulate a variety of materials[57]. Additionally, 

the hybrid supramolecular network forms core-shell nanostructures, where a hydrophobic drug 

self-assembles on the surface to create the drug's core. 

 

The integration of self-assembled peptide with Lanthanide ions is also possible, and these ions 

possess optical properties that have wide-ranging uses in medical diagnosis, bio imaging, 

optical fibers, lasers, and lighting devices[59]. Park et al. produced PL peptide by incorporating 

lanthanides locally in the self-assembly of Phe-Phe nanotubes, where FF served as an antenna 

and matrix for the inclusion of lanthanide ions[60]. Through this method, self-assembly gains 

new capabilities with a variety of applications in electronics and optics 

 

2.5 PEPTIDE SYNTHESIS 

Amide bonds, commonly referred to as peptide bonds, are formed in the synthesis of poly 

peptide by coupling of various amino acids. This involves coupling the amine group (N-

terminus) of one amino acid to the carboxylic acid group (C-terminus) of another amino acid. 

Theodor Curtis utilized the azide-coupling technique to create benzoylglycyl-glycine, the first 

N-protected dipeptide, in 1881. Emil Fischer produced unprotected glycylglycine in 1901 and 

described the synthetic dipeptide. The most widely used amino protecting group is Boc (tert-

butyloxycarbonyl), which was first used by Carpino, McKay, and Albertson in 1957. Another 

scientist introduced fluorenylmethyloxycarbonyl (Fmoc), which is another amino protecting 

group. Methyl, ethyl and benzyl ester are commonly used for protection of carboxy group of 

amino acids. There are two processes for synthesising peptides: Solid Phase Peptide Synthesis 

(SPPS) and Solution Phase Peptide Synthesis (SPS).  
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2.5.1 Solid Phase Peptide Synthesis 

Recognized technique for synthesizing peptides and proteins on solid support is called Solid 

Phase Peptide Synthesis (SPPS), and it was initially demonstrated by Robert Bruce Merrifield. 

In this method, resins were used as solid support which undergoes deprotection and then 

activated by protected amino acid for coupling followed by capping, this cycle continues and 

in end cleavage was done to get desired peptide sequence. A reagent such as trifluoroacetic 

acid or anhydrous hydrogen fluoride can cleave the peptide that is covalently bonded to the 

resin. The specific peptide sequence to be produced determines which resins are needed; for 

example, rink-amide resin is needed for the M-NH2 peptide sequence, whereas CTC resin is 

needed for the M-OH peptide sequence. Filtration can be used to hold onto the immobilized 

peptide on the beads. Reagents for the liquid phase and byproducts are eliminated through 

flushing. 

Based on the successive steps of coupling-wash-deprotection-wash, solid phase peptide 

synthesis takes place out (Figure 2.3). Alpha amino group and first amino acid with transient 

protective groups on the reactive side chain are coupled to the solid support via the C-terminus. 

The protective group is eliminated and the resin is cleaned before adding another amino acid. 

Until the sequence is completed and the necessary peptide is released from the resin, the process 

is repeated. Solid phase peptide synthesis is constrained by its smaller scale and lower yield. 

 

 

 
          

Figure 2.4:Solid Phase peptide Synthesis (moulder.temple.edu) 

 

2.5.2 Solution Phase Peptide Synthesis 

This method of peptide synthesis is traditional. Reactions are conducted in the solution phase 

using this approach. The peptide is separated and refined following the coupling of each amino 

acid, and then the subsequent amino acid is added. This approach has the benefit of making it 

simple to purify and characterize the intermediate following each stage in the formation of a 

peptide bond. To obtain the final, desired peptide in a high purity, the end products can be 

deprotected, purified, and described. This technique is simple and low-cost. Because the 

hydrophobic peptides can form intermolecular aggregates instead of interacting with organic 

solvents, their poor solubility is the main drawback of this approach. Thus, it is necessary to 
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select solvents with high solubility during the synthesis process. For this purpose, THF and 

DMF are commonly used as solvents for coupling reactions. 

 

2.6 PEPTIDE PROTECTING GROUP  

Given that amino acids are made up of basic and acid groups, polymerization of amino acids 

in reactions is possible because none of the amino acids are protected. Protective groups are 

utilized to stop this polymerization. There are now two protective groups that are frequently 

used: FMOC and BOC in their full forms. 

 

2.6.1 Boc Protecting Group 

N-tert-butoxycarbonyl, or t-BOC derivatives, are produced when amines react with di-tert-

butyl decarbonate, or BOC. Consequently, during the synthesis of peptides, t-BOC serves as a 

protective group. The peptide's terminal amine is frequently protected by it. Amino acids can 

be added with boc groups by using a base and di-tert-butyl decarbonate. (Fig. 5). 

Robust acids such as hydrochloride acid in methanol or trifluoroacetic acid (TFA) in 

dichloromethane can be used to eliminate it (William et al., 2003). N-methyl morpholine, 

triethylamine (TEA), or N-diisopropylethylamine (DIEA) may be utilized to neutralize the 

acids[61]. Both methods of peptide synthesis, SPPS and SPS, both employ boc protection 

groups.  

 

 
                        

Figure 2.5: Boc-peptide coupling reaction (www.peptideguide.com) 

 

 

2.6.2 Fmoc Protecting Group 

Both SPPS and SPS prefer to use FMOC (fluorenylmethyloxycarbonyl) chemistry to protect 

the alpha amino group (Fig 2.5). Piperidine can cleave this group in extremely mild conditions, 

and it remains stable in acidic conditions.  

 Protected amino acid or peptide is first reacted with a base, such as piperidine, in solid phase 

synthesis in order to deprotect the FMOC and couple to the subsequent amino acid. N-terminus 

protecting group can be eliminated, and non-coupling reagents can be cleaned away. This 

permits the addition, in a similar manner, of subsequent desired amino acids or peptides to the 

existing peptide.  

 

http://www.peptideguide.com/
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Figure 2.6: FMOC- peptide Coupling reaction (www.peptideguide.com) 

 

 

2.7 APPLICATIONS OF FF-BASED NANOSTRUCTURES 

Different functional nanostructures with potential applications in both biological and non-

biological sectors were produced through the self-assembly of Phe-Phe based peptides. Tissue  

cell culture, medication administration, biosensors, bioimaging, and other technologies are 

included in the biological applications.  

 

2.7.1 Biological Applications 

 

Bio imaging- 

Utilizing cationic dipeptides in conjunction with QDs to form 3D colloidal spheres is one 

example of how functional inorganic nanoobjects can be integrated into peptide systems to 

enable bioimaging. Their highly biocompatible nature and ability to be steadily distributed in 

a serum-containing cell medium are the outcome of a routine cytotoxicity test called MTT ( 3-

(4,5-dimethylthiazolyl-2)-2,5-diphenyltetrazolium bromide) cell-survival assay. 

Biosensor applications have been demonstrated for peptide nanotubes that self-assemble from 

FF building blocks[62][63]. By depositing FNTs on a graphite electrode's surface, a new 

electrochemical biosensing platform is created, increasing the electrode's sensitivity [63]. 

When thiol modified FNTs are added to a Au electrode, that becomes responsive for a variety 

of enzymes, including ethanol dehydrogenase (ADH) and glucose oxidase (GOx)[64]. Based 

on the enzyme-related electrocatalytic reaction, these electrodes demonstrated enhanced 

sensitivity and repeatability for the detection of glucose and ethanol.  

 

The following advantages make FNTs a valuable biomaterial for for the synthesis of sensors 

and biosensors 

 Possess a great degree of stability 

 Prompt detection period 

 A significant density of current 

 transport of electrons that is not facilitated 

http://www.peptideguide.com/
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Nanofabrication 

For instance, Ag ions reduction inside the nanotubes followed by peptide scaffolds enzymatic 

degradation and then insertion of thiol-containing peptide linkers may produce metal-peptide-

metal trilayer coaxial nanocables with particular electromagnetic properties. Alternatively, 20 

nm Au nanoparticles may covered over the FNTs surface coated with Ag nanowires[64]. The 

Pt-nanoparticle is templated by a nanotube made of the D-Phe-D-Phe dipeptide [40].  

 

Drug Delivery – 

Following the spontaneous conversion of self-assembled CDPNTs into vesicles, 

oligonucleotides could transported to the inside of cells by endocytosis, which alters the 

concentration of building blocks. Biocompatible, bioabsorbable, and recyclable are the 

delivery vehicles based on peptides. Thus, FF-based nanomaterials can be used for the delivery 

of foreign by creating new class of vectors. 

 

Tissue engineering - 

The extracellular matrix (ECM) for the three-dimensional (3D) cell culture has been informally 

employed in the fibrous hydrogel networks. Model cells called chondrocytes were mixed with 

the appropriate Fmoc-FF gel to incorporate them into hydrogels. The characteristics of certain 

chondrocytes were discovered by investigations using two-photon fluorescence microscopy 

and environmental scanning electron microscopy (ESEM),  which shows the development and 

proliferation of cells in the three-dimensional fibrous networks [37].      
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3. MATERIALS AND METHODS  

3.1 MATERIAL USED: 

3.1.1 CHEMICALS USED:  

 

Table 3.1: - List of Chemicals Used 

Chemicals 

 
Supplier 

β-Alanyl-L-Histidine SIGMA, ALDRICH, CO., USA 

Chloroform EMLURA® 

Dichloromethane (DCM) MERCK 

Dimethylformamide (DMF) MERCK 

Trifluoracetic acid (TFA) SIGMA, ALDRICH, CO., USA 

N,N-Diisopropylethylamine (DIPEA) SIGMA, ALDRICH, CO., USA 

Benzaldehyde LOBA CHEMIE PVT. LTD., INDIA 

Glycine REESOURCE CHEMICAL LTD. 

Sodium acetate S D. FINE CHEM. LTD., INDIA 

Ethyl-acetate MERCK 

N-hydroxy Succinimide (OSu) ALDRICH CHEM COMPANY 

Tetrahydro-furan (THF) SIGMA, ALDRICH, CO., USA 

Di-cyclohexyl carbodiimide (DCC) ALDRICH CHEM COMPANY 

Methanol EMLURA® 

Ninhydrin SIGMA, ALDRICH, CO., USA 

Water ELIX, MILI-Q 

Hydrochloric Acid (HCl) S D. FINE CHEM. LTD., INDIA 

Meta- kresol MERCK 

Acetic anhydride SIGMA ALDRICH, CO., USA 

Fmoc-Protected amino acid SIGMA, ALDRICH, CO., USA 

Piperidine SPECTROCHEM PVT. LTD., INDIA 

Rink Amide and CTC- Resin NOVABIOCHEM® 

Diethyl-ether QUALIGENS 
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3.2 TECHNIQUES USED 
 

3.2.1 DYNAMIC LIGHT SCATTERING   

Dynamic light scattering(DLS) which is also known as photo correlation spectroscopy. This 

technique is used for determination of particle size and charge of small particles in suspension 

and polymers in solution.  

Principle of DLS: - This technique is based on the principle of Reyleigh scattering. Fine 

particles and molecules that are in constant random thermal motion called Brownian motion, 

diffuse at a speed related to their size. Particles that are small in size diffuse faster in 

comparison to particles that are larger in size.  

The Zetasizer Nano-ZS is a high performance two angle particle and molecular size analyzer 

and analyze at very low or high concentration using dynamic light scattering with Non-Invasive 

Back Scatter technology (NIBS) optics. Zeta- potential indicates the degree of repulsion 

between adjacent similarly charged particles in dispersion. The ZS also incorporates zeta 

potential analyzer that uses electrophoretic light scattering for particles, molecules and surfaces 

and a molecular weight analyzer using static light scattering. Measurement of particle size on 

Zetasizer Nano-ZS (Malvern Instruments, Worcestershire, US) enlisting a nominal 4mW He-

Ne laser operating at 633 nm wavelength.  

 

 

F 

 

 

 

 

 

 

         

                                                      

 

Figure 3.1: Zeta Sizer 
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3.2.2 LYOPHILIZER   

A lyophilizer, also referred as a freeze drier, is an instrument used in the food and pharma 

industries, among others, to remove water from products without disrupting their structural 

integrity. According to its fundamental concept, the material freezes and then put under 

vacuum pressure, which causes the water that has frozen to sublimate directly from the solid 

to the gas phase and leave behind a dry product. This technique avoids the damage that 

conventional drying techniques impose on fragile material. Lyophilizers are used to store and 

transport perishable commodities more easily, preserve product integrity, and increase the 

shelf life of heat-sensitive materials. The steps included in this fundamental process are 

detailed as follows: 

a) Freezing: The product is frozen. It is an essential requirement for low-temperature drying 

operation. Applications can continuously be at temperatures close to absolute zero. 

b) Vacuum: The product is placed under several degrees of vacuum. This allowed the frozen 

sample in the product is to ‘vaporize’ without first passing through the liquefaction stage: a 

process named sublimation. It is the requisite heat in dissipation source to evaporate the ice in 

a feebly heated space heaters. 

c) Condensation: Low-temperature condenser plates. The vaporized solvent is conveyed 

through a heat exchanger powered by a refrigeration or refrigerating principle. It converted 

back to a solid and removed from the vacuum chamber. The separation operation is now 

accomplished. 

       

 

 

 

 

 

 

 

 

             

Figure 3.2: Lyophilizer 

 

 

3.2.3 CENTRIFUGE 

A centrifuge is an instruments used in labs to separate liquid mixture components according to 

their density. Its working principle relies on employing centrifugal force, which is produced 
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whenever the sample rotates quickly. Denser particles remain toward the tube's bottom while 

the centrifuge spins, while lighter particles remain suspended or rise toward the top. It can be 

achieved to distinguish specific components from complex mixtures, such as cells, proteins, or 

nucleic acids, due to this technique.  

 

Many scientific disciplines, including biochemistry, microbiology, and medical diagnosis, 

utilize centrifuges significantly. Centrifugation is a technique used by researchers to separate 

different phases of chemical or biological reactions, concentrate analytes, and purify products. 

Centrifuges serve a purpose in medical contexts for processing blood samples, extracting serum 

or plasma from cellular components, and conducting diagnostic test. Reaction mixture was 

filled in centrifuge tubes , spun at 8000 rpm for 10 min at 4°C. Heraeus® Multifuge® 3SR plus 

Centrifuge was used to sperate out peptides from oil and impurities. 

 

 

 

 

 

 

 

 

 

 

                  

Figure 3.3: Centrifuge 

 

 

3.2.4 UV-VISIBLE SPECTROSCOPY   
 

The working of UV-visible spectroscopy based on the principle of Beer-Lambert law, which 

states that “when a beam of monochromatic light is passed through a solution of an absorbing 

substance, the rate of decrease of intensity of radiation with thickness of the absorbing solution 

is proportional to the incident radiation as well as the concentration of the solution”[65]. The 

technique of UV-visible spectroscopy is used for studying how matter reacts with both 

ultraviolet and visible light. It measures the amount of light a sample absorbs, transmits, and 

reflects throughout a range of UV and visible spectrum wavelengths. Several scientific fields, 

including chemistry, biochemistry, ecological science, and materials research, use UV-visible 

spectroscopy. All the UV- spectroscopy measurements were carried out on Cary-60 (USA). 
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Figure 7: UV-Visible Spectrophotometer 

 

3.2.5 THIN LAYER CHROMATOGRAPHY   

TLC is a commonly used chromatographic method which utilizes a thin layer of an adsorbent 

substance to facilitate the migration of molecules at varying rates for the purpose of separation 

and analysis. In TLC, just a small amount of the compound mixture is applied on a stationary 

surface. This involves typically a thin layer of alumina or silica gel which has been placed on 

a glass or plastic plate. The plate is then placed in a chamber which contains a solvent that rises 

to the plate as a result of capillary action. In the process, chemical elements are carried along 

by the solvent and separate based on their polarity due to their unique interactions with the 

solvent and stationary phase. TLC is used as a preliminary technique for chemical isolation, 

which makes later analysis easier. 

 

 

 

 

 

 

 

 

                              

 

                                  Figure 3.5: Thin layer chromatography 
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3.2.6 FT-IR SPECTROSCOPY  

An effective analytical technique for identifying and characterizing chemical compounds based 

on their responses to infrared light is Fourier Transform Infrared (FT-IR) spectroscopy. It 

works on the basis of the idea that molecules absorb infrared light at specific frequencies which 

correspond to the modes of vibration of their chemical interactions. A device that controls the 

infrared radiation intensity over time during FT-IR spectroscopy, producing an interferogram. 

When this interferogram is Fourier transformed, a spectrum representing the sample's 

absorption of infrared light appears. It is essential for qualitative and quantitative analyses of 

organic and inorganic compounds because it makes it easier to identify functional groups and 

understand molecular structures. Single beam Perkin Elmer spectrophotometer (Spectrum BX 

Series), USA was used to carried out parameters. 

  

 

 

 

 

 

 

 

 

 

 

    

 

 

Figure 3.6: FT-IR Spectrophotometer (usic.du.ac.in) 

 

 

 

3.2.7 NMR SPECTROSCOPY  

  

NMR spectroscopy is a powerful analytical technique which utilizes the magnetic properties 

of atomic nuclei to show the complex details of molecular behavior and structure. It works on 

the concept that atomic nuclei with an odd number of protons or neutrons have a magnetic 

moment, which aligns with an external magnetic field. When nuclei are exposed to 

radiofrequency radiation in the presence of a magnetic field, they resonate and change states 

of energy. By analyzing the frequencies and intensities of these resonance signals, useful 

information into the molecular chemical environment, connection, and conformation can be 

gained. It allows for the exact identification of the structures of organic and inorganic 

compounds, as well as the unraveling of molecular relationships and the investigation of 

reaction mechanisms. 1H-NMR spectra of the compounds were collected on Bruker 400 MHz 

spectrophotometer. 
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Figure 8: NMR (www.chem.pitt.edu) 

 

 

3.2.8 MASS SPECTROSCOPY 

 

Mass spectrometry  is an important spectrometry technique used to determine mass-to-charge 

ratio of ions, providing crucial insights into the molecular structure, content, and the majority 

of compounds. MS involves ionizing a sample to produce charged particles. It is based on the 

idea that ions may be separated according to their mass-to-charge ratio when subjected to 

electric and magnetic fields. Within the fields of the mass spectrometer, these particles 

accelerates and deflect. The ions generated are then recognized and measured, producing a 

mass spectrum demonstrating the distribution of ions according to mass-to-charge ratio. Many 

scientific fields, including biology, chemistry, and environmental research, use this technique 

extensively. It simplifies the process of characterizing biomolecules including proteins and 

peptides, quantifying analytes in complex mixtures, and identifying unknown substances. LC-

MS with triplquadrupole Quattro micro API, Waters Inc. USA was used to carried out mass 

spectra of compounds. 

 

 

 

 

 

 

          

                   

 

 

Figure 3.8: Mass Spectroscopy (mcac.umbc.edu) 

 

 

http://www.chem.pitt.edu/
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3.2.9 HIGH PERFORMACE LIQUID CHROMATOGRAPHY (HPLC) 

 HPLC is widely utilized in analytical chemistry to separate, identify, and quantify components 

in mixtures. Based on chromatographic principles, HPLC runs the sample combination through 

a column that has a stationary phase after it was successfully dissolved in a solvent. Based on 

different chemical properties, the stationary and mobile phases' interactions with the sample 

components lead to better separation. 

 

HPLC has greater advantages than traditional liquid chromatography because it can withstand 

high pressures, resulting in separations faster and more effective. The food and beverage 

industry, pharmaceuticals, environmental monitoring, forensic research, and other fields all 

rely heavily on HPLC, which is highly recognized for its exceptional sensitivity, resolution, 

and versatility. Its accuracy in evaluating intricate mixes and identifying minute substances is 

what accounts for its adaptability. 

 

 

 

 

 

 

 

 

 

  

                                        

Figure 9: HPLC (media.labcompare.com) 

 

 

3.2.10. TRANSMISSION ELECTRON MIROSCOPY (TEM)  

TEM is a powerful imaging method that examines at the internal structure and composition of 

materials at the nanoscale level by using a concentrated beam of high-energy electrons. By 

passing an extremely thin specimen through the electron beam, this potent microscopy 

technique produces an image of the sample based on the variations in electron transmission 

and scattering.  The fundamental principle of TEM involving the ability of electrons to pass 

through thin material because of their short wavelength. The specimen's atoms are impacted 

by the electrons as they go through it, revealing intricate details about the sample's shape, 

chemical makeup, and internal structure. TEM is widely used in many sectors, including 

materials science, nanotechnology, biology, and medicine, since it allows researchers to 
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analyze the fine details of structures, flaws, and chemical composition on the nanoscale scale. 

Techni G2 30 U-twin, Technai 300 kV ultra-twin microscope is used in this research work.  

 

 

 

 

 

 

 

                                

 

   

Figure 3.10: TEM (lab.kni.caltech.edu) 
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3.3 METHOD USED  

3.3.1 SOLUTION PHASE PEPTIDE SYNTHESIS 

Ac-ΔPhe-Pro-βAla-His-NH2 (I)  

Ac-ΔPhe azlactone:-  

In a solution of N-acetylglycine (9.15 g, 86 mmol), sodium acetate (6.45 g, 78.6 mmol), and 

benzaldehyde (7.25 g) in ethyl acetate (18.75 mL), acetic anhydride (5.4 g) was added. The 

mixture was heated for 20 hours at a temperature ranging from 85°C to 90°C with constant 

stirring. The reaction mixture was kept at 5°C for cooling. Subsequently, deionized 

water(382ml) was added to precipitation of desired product and allowed to cool at 5°C for an 

hour. The final product was filtered and characterized by UV spectroscopy (UV: 280 nm).[66] 

 

Ac-ΔPhe-Pro-OH :-   

To a solution of Ac-ΔPhe azlactone (2.25 g, 11.9 mmol) in THF (20 ml), a solution of sodium 

salt of proline (2.5 gm, 18.2 mmol) in 10 ml of water was added at 5oC with stirring. After 

completion of reaction, the THF was removed at reduce pressure and reaction mixture was 

further acidified using HCl. The product was recovered by vacuum filtration and dried. 

 

Ac-ΔPhe-Pro-βAla-His-OH (I) :- 

 To a solution of Ac-ΔPhe-Pro-OH (302mg,1mmol) and OSu (138.108 mg,1.2 mmol) in  

tetrahydrofuran ( 20 ml THF), DCC (1 mmol, 206 mg) was added at chilled conditions (ice 

bath). The reaction mixture was stirred on ice for 30 minutes and a solution of β-alanyl-L-

histidine (226mg, 1 mmol,) and (1 mmol, 53mg) Na2CO3(53mg, 1 mmol) in 20 ml water and 

stirring for overnight. TLC was performed to confirm the reaction completion. After 

completion of reaction the DCU the white byproduct (DCC) was filter out and THF solvent 

was removed on vaccuo. Remaining aqueous solution was washed with ethyl acetate (3X20ml). 

Acidify the solution using HCl and remove the water solvent under vacuuo. Adding methanol 

allowed the salt to settle. Centrifuge the solution, methanol was removed leaving behind a 

crystal-like structure (the compound with OSu). To remove the OSu, add 2 ml of ethyl acetate, 

as OSu is soluble in it. Repeat this step. Dissolve the remaining solid compound in methanol 

and perform TLC to check the separation. Centrifuge the methanol solution and remove the 

methanol on vaccuo Dry the final peptide product, Ac-ΔPhe-Pro-β-Ala-His-OH, 813.5 mg 

(68% yield). UV: 220nm, 280 nm. Product was purified by HPLC.  
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3.3.2 SOLID PHASE PEPTIDE SYNTHESIS 

 

Ac-ΔPhe-Pro-Arg-βAla-His-OH(II) and Ac-ΔPhe-Pro-Arg-βAla-His-NH2(III) were 

synthesized by solid-phase peptide synthesis (SPPS) method using Fmoc- chemistry[67]. 

Peptide carboxylic free peptide (II) was synthesized using 2-chlorotrityl chloride, while rink 

amide resin was utilized for making amide peptide (III). 

 

Ac-ΔPhe-Pro-Arg-βAla-His-OH(II) 

To synthesize II peptide, weigh 500 mg of 2-chlorotrityl chloride resin and swell in 

dichloromethane (DCM) for 4 hours. Protected amino acid Fmoc-His(Trt)-OH (310mg, 0.5 

mmol) was loaded onto the resin by anhydrous DMF (3.0 ml) containing DIPEA (209 µl, 2.4 

mmol) for overnight. Initially, the capping solution (CH2Cl2 : MeOH: DIPEA, 17:2:1, v//v/v) 

was used to cap the unreacted triacyl chloride moieties on the resin[68]. Three 10-minute each 

treatment with 20% piperidine in DMF (3X3.0 ml) was given to deprotect Fmoc group. 

Ninhydrin test was performed to confirm the deprotection. The next amino acid, Fmoc-βAla-

OH (561 mg, 0.5 mmol), was linked to the free amino group using the coupling reagent, COMU 

(214 mg, 0.5 mmol), and DIPEA (522 µl, 2.4 mmol) for three hours. The above steps were 

repeated until the final amino acid, Ac-ΔPhe-OH, was attached. Following each stage of 

deprotection during peptide synthesis, the ninhydrin assay was carried out. The final compound 

II peptide was obtained by cleaved and deprotection of side chain of Arg and His by 95% TFA 

in m-cresol (3.0 ml) for three hours. After adding 50 ml of diethyl ether to the mixture, the 

precipitate was collected, cleaned with 3 x 50 ml of ether, and vacuum dried.  

 

Ac-ΔPhe-Pro-Arg-βAla-His-NH2(III) 

Rink amide resin (~500 mg) was swelled in DCM for the production of III peptides, and the 

Fmoc group was then deprotected using 20% piperidine (as previously mentioned). 

Subsequently, the first amino acid, Fmoc-His(Trt)-OH (309.85 mg, 0.5mmol), was loaded 

using a coupling agent, COMU (155.5 mg, 0.5 mmol), and DIPEA (260.5 µl, 3mmol) as base. 

Capping solution for resin was prepared adding acetic anhydride in DMF (~2.0 ml, 2:16, v/v). 

The resin was capped preparing solution of acetic anhydride in DMF (~2.0 ml, 2:16, v/v). The 

same method was used for stepwise deprotection and coupling of the amino acids, using 2.0 

meq of the starting amino acid, base, and COMU until the required sequence was 

synthesized[68].  TFA (85%) with DCM(10%) and H2O(5%) in 2.0 ml of m-cresol was used 

to cleave the M-NH2 peptides from the resin, and the process was built up as mentioned above. 

 

Yield of Ac-ΔPhe-Pro-Arg-βAla-His-OH and Ac-ΔPhe-Pro-Arg-βAla-His-NH2 is 30 % and 

60% in the form of white powder. Synthesized peptides are characterized using various 

characterization techniques.  

 

3.3.3 NANOSTRUCTURES FORMATION   

To induce self-assembly of peptide for generating nanostructures, disperse peptide in 100µl 

methanol followed by 900µl water with vigorous vertexing for 2-3 minutes. Leave for 2-3 

hours to self-assemble. 
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3.3.4 DYNAMIC LIGHT SCATTERNG (DLS) STUDIES   

Characterization of hydrodynamic size and surface charge of synthesized dehydro-peptides Ac-

ΔPhe-Pro-βAla-His-OH (I), Ac-ΔPhe-Pro-Arg-βAla-His-OH (II) and Ac-ΔPhe-Pro-Arg-

βAla-His-NH2 (III), was carried out by DLS. The hydrodynamic diameter was measured in 

triplicates and average was taken at angle of 173° forward scatter. 

 

3.3.5 UV-VIS SPECTROSCOPY   

0.1 mg/ml methanolic solution was prepared for absorbance spectrum studies. It was measured 

at the wavelength range of 200-300 nm.  

 

3.3.6 TRANSMISSION ELECTRON MICROSCOPY (TEM)   

With the Technai 300 kV ultra-twin microscope, images were captured utilizing the Technai 

G2 30 U-twin. Samples were directly spotted onto copper grids with 200 mesh carbon coating, 

and were left to stand for one minute. After carefully removing excess solvent, the grids were 

immediately negatively stained with Uranyl acetate (20µL). For 15 to 20 minutes, the grids 

were air dried.  

 

 

3.3.7 NMR SPECTROSCOPY  

10mg/ml solution of deuterium methanol (d-methanol) was used for the characterization study.  

 

3.2.8 ZONE OF INHIBITION (ZOI) ASSAY 

As mentioned in the experimental section, the Kirby-Bauer disk susceptibility test was 

employed to evaluate the antimicrobial activity of all three of the synthesized dehydro-peptides. 

Gram-positive strains, Staphylococcus. aureus, and gram-negative strains, Klebseilla 

pneumoniae, were used as test organisms. Mueller Hinton agar plates were coated with 

bacterial culture (OD600: 0.4-0.8). Susceptibility disks with a diameter of 6.0 mm were added 

to the cultured agar plates and then soaked in peptide solutions (250 µg per disc). The plates 

were then incubated for 24 hours at 37°C. The positive and negative controls were streptomycin 

(20 µg per disk) and autoclaved water, respectively. Using a Vernier Caliper, around each filter 

paper disc area of inhibition was measured. Three duplicates of each experiment were 

performed to ensure accuracy. 

 

 

 

3.2.9 MINIMAL INHIBITION CONCENTRATION (MIC) ASSAY 

Resistance microorganisms, S. aureus and K. pneumoniae., were used to determine the minimal 

inhibitory doses of produced dehydro-peptides. In summary, 200 μl of MHB media were 

inoculated with 10 μl of SA and KP bacterial cultures with an OD600 of 0.4 on 96-well plates. 
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Following that, varying quantities of peptide samples (300–1200 μg/ml) were added. Following 

a 12-hour incubation period at 37°C, 30 microliters of p-iodonitrotetrazolium violet (INT) dye 

were added to each well, and the plates were left to incubate for an additional 30 minutes at 

37°C. The development of color was noted as a micro-organism development sign. Untreated 

bacterial cells were regarded being the negative control. MIC values were calculated using the 

lowest concentration with no color modification after 30 minutes of INT dye addition. 
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4.1 Synthesis of  Ac-ΔPhe-Pro-βAla-His-OH (I) , Ac-ΔPhe-Pro-Arg-βAla-

His-NH2(II) &  Ac-ΔPhe-Pro-Arg-βAla-His-OH (III) 

 

Ac-ΔPhe-Pro-βAla-His-OH (I) was synthesized by standard solution phase peptide synthesis 

and Ac-ΔPhe-Pro-Arg-βAla-His- OH (II) and Ac-ΔPhe-Pro-Arg-βAla-His- NH2 (III) were 

synthesized by solid phase peptide synthesis reported in methodology section using Fmoc 

chemistry. After purification by HPLC, the purified peptide was characterized by various 

spectroscopy techniques. 

 

 

 

 

Figure 4.1: Schematic representation of solution phase synthesis of dehydro-peptide 
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Synthesis of Ac-ΔPhe-Pro-Arg-βAla-His-NH2 (II) and Ac-ΔPhe-Pro-Arg-

βAla-His-OH (III) : 

 

Figure 4.2: Schematic representation of solid phase synthesis of dehydro-peptide 

 

           

                     

Figure 4.3: Chemical Structure of Ac-ΔPhe-Pro-Arg-βAla-His-NH2 (II) 

                           

 

Figure 4.4: Chemical Structure of Ac-ΔPhe-Pro-Arg-βAla-His-OH (III) 
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4.1.1 PURIFICATION BY HPLC  

HPLC purification of synthesized peptides (I, II, III) was carried on RP C-18 coloumn using 

water- acetonitrile gradient containing 0.01% TFA. HPLC data of Ac-ΔPhe-Pro-βAla-His-OH 

(I), Ac-ΔPhe-Pro-Arg-βAla-His-OH (II), Ac-ΔPhe-Pro-Arg-βAla-His-NH2 (III). Peak of 

peptides  at RT ~12 min are showing in following figures. 

 

 

 

 

                            Figure 4.5: HPLC Profile of Nanostructures 
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4.1.2.1 DYNAMIC LIGHT SCATTERING STUDIES  

In dynamic light scattering studies, synthesized peptide were self-assembled in aqueous media 

in the range of 222nm-600nm with a positive zeta potential ranging from  (+4) to (+9) Table 

(4.1).  

                                  Table 4.1: Particle Size of Nanostructures 

Sample 

 

Avg. particle size 

(d.nm) ± S.D. 

 

Zeta potential 

(mV) ± S.D. 

Ac-ΔPhe-Pro-βAla-His-OH (I) 222.7 ± 15.73 4.56 ± 1.92 

Ac-ΔPhe-Pro-Arg-βAla-His-OH (II) 749.9 ± 93.08 9.06 ± 1.66 

Ac-ΔPhe-Pro-Arg-βAla-His-NH2 (III) 559.8 ± 73.65 8.16 ± 1.92 

  

       

 

 

 

 

 

 

(I) 

 
Figure 4.6: Size and Zeta potential of deydro-peptide based nanostructures. 
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4.1.2.2 UV-DATA OF NANOSTRUCTURES 

 

UV- Spectrum of nano-structures I, II & III showed the peak of peptide bond and dehydro-Phe 

which confirms that the synthesis was successfully completed.  

 

 
 

Figure 4.7: UV-data of dehydro-peptide based Nanostructures. 

 

 

4.1.2.3 NMR DATA OF NANOSTRUCTURE  

 

NMR data of Ac-ΔPhe-Pro-βAla-His-OH (I) is shown below. Graph showing peak of aromatic 

hydrogen which confirms the synthesis. NMR data of remaining nanostructure is under 

processing.  

 

 
 

Figure 4.8:  NMR Spectra of Ac-ΔPhe-Pro-βAla-His-OH (I) 

Peak Of Aromatic 

Hydrogen 

Peak of 

Peptide bond 

Peak of dehydro-Phe 
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4.1.2.4 FT-IR DATA OF NANOSTRUCTURE 

IR data of Ac-ΔPhe-Pro-βAla-His-OH (I) is shown below. Graph Showing the peak around 

~3400 cm-1 confirms the presence of N-H bond, peak around ~1700-1750 cm-1 confirms the 

presence of carboxylic group.  FT-IR data of remaining nanostructure is under processing. 

 
Figure 4.9: FT-IR Spectra of Ac-ΔPhe-Pro-βAla-His-OH (I) 

 

4.1.3.5 MASS SPECTRUM OF NANOSTRUCTURE  

Mass spectra of Ac-ΔPhe-Pro-βAla-His-OH(I) shown below. Mass peak at 511.23 confirm the 

peptide I. Mass data of remaining nanostructure is under processing. 

 

 

 

 

 

 

 

      Figure 4.5 Mass Spectra of Ac-ΔPhe-Pro-βAla-His-OH (I) 

 

Figure 4.10:  Mass spectrum of Ac-ΔPhe-Pro-βAla-His-OH (I) 

N-H bond 

peak 
Carboxylic 

peak 
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4.1.2.6 TEM-IMAGE OF NANOSTRCTURE  

The shape and size of the peptide nanostructures were also studied using TEM. The self-

assembled peptide nanostructures showed spherical shaped particles with ~98 nm in size. 

Smaller nanostructures were found in TEM than in DLS; variation in width could explained by 

the fact that hydrodynamic diameter of the particles measured by DLS, whilst TEM provides 

the size in the dried condition. TEM- Image of remaining dehydro-peptide based nanostructures 

is under processing.  

 

 

 

 

   

 

  

 

 

                  Figure 4.11: TEM-Image of Ac-ΔPhe-Pro-βAla-His-OH (I) 

 

 

4.2 ANTIMICROBIAL ACTIVITY  
 

4.2.1 MICROORGANISMS AND GROWTH CONDITIONS  

 

Bacteria strains, S. aureus, and K. Pseudomonas were maintained at 37 ◦C in Luria Bertani 

(LB) media. 

 

 

4.2.2 ZONE OF INHIBITION ASSAY   

 

The antimicrobial activity of nanostructures was determined by using Kirby-Bauer single disc 

susceptibility test. Zone of Inhibition is a quick and qualitative method of determining an 

antimicrobial agent's capacity to suppress the development of microorganisms. 

 

Among all the synthesized peptides the antimicrobial activity was shown by peptide (II) only. 
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(a) S. Aureus                                                      (b) K. Pseudomonas 

 

 

 

 

 

 

 

  

 

 

 

Figure 4.12: Zone of inhibition assay of dehydro-peptides (I, II, III) on gram-positive and 

gram-negative bacteria using autoclaved water as negative control and streptomycin as 

positive  control. 

 

 

4.2.3 DETERMINATION OF RELATIVE MINIMUM INHIBITORY 

CONCENTRATION (MIC) 

From the result it was observed that peptide (II) showing initial results of relative inhibitory 

concentration.  

 

 

 

               

Figure 4.13: Relative Minimum Inhibitory Concentration of dehydro-peptides(I, II, III), 

on gram-positive and gram-negative bacteria using autoclave water as negative control 

and streptomycin as positive control. 
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We synthesized and bio-physical characterization new imidazole containing dehydro-peptide-

based nanostructures, Ac-ΔPhe-Pro-βAla-His-NH2(I), Ac-ΔPhe-Pro-Arg-βAla-His-OH(II), 

and Ac-ΔPhe-Pro-Arg-βAla-His-NH2(III), that include the α, β-dehydro-phenylalanine 

residue. Introducing ΔPhe is crucial for increasing proteolytic stability via establishing 

structural restrictions on the peptide backbone. These peptides self-assembled in aqueous 

media to form nanostructures in range of 222nm-600nm with a positive zeta potential ranging 

from (+4) to (+9). Antimicrobial experiment studies, showed peptide II show initial 

antimicrobial activity.  

Overall, this study establishes the foundation for future advances in self-assembled 

nanostructures, particularly those based on dehydro-amino acids, and brings up potential for 

application in novel therapeutic techniques. The effectiveness of this research shows the 

enormous potential of these created nanostructures in biotechnology and medicine. 

 

 

 

 

 

 
 

 

 

 

 

 

 

 

 

 

 

 

             



  

41 
 

Chapter 6  

REFRENCES 
 

 

[1] T. Li, X.-M. Lu, M.-R. Zhang, K. Hu, and Z. Li, “Peptide-based nanomaterials: Self-

assembly, properties and applications,” Bioact. Mater., vol. 11, pp. 268–282, May 

2022, doi: 10.1016/j.bioactmat.2021.09.029. 

[2] E. Gatto, C. Toniolo, and M. Venanzi, “Peptide Self-Assembled Nanostructures: From 

Models to Therapeutic Peptides,” Nanomaterials, vol. 12, no. 3, p. 466, Jan. 2022, doi: 

10.3390/nano12030466. 

[3] C. Buzea, I. I. Pacheco, and K. Robbie, “Nanomaterials and nanoparticles: Sources and 

toxicity,” Biointerphases, vol. 2, no. 4, pp. MR17–MR71, Dec. 2007, doi: 

10.1116/1.2815690. 

[4] L. C. Palmer and S. I. Stupp, “Molecular Self-Assembly into One-Dimensional 

Nanostructures,” Acc. Chem. Res., vol. 41, no. 12, pp. 1674–1684, Dec. 2008, doi: 

10.1021/ar8000926. 

[5] Nevozhay,D., Boratynski,J., Kanska,U., Budzynska R., “current status of research on 

conjugates and related drug delvery systems in the treatment of cancer and other 

diseases,” Postep. HighMed Dosw, vol. 61, no. 350–360, 2007. 

[6] L. C. Palmer, Y. S. Velichko, M. Olvera de la Cruz, and S. I. Stupp, “Supramolecular 

self-assembly codes for functional structures,” Philos. Trans. R. Soc. A Math. Phys. 

Eng. Sci., vol. 365, no. 1855, pp. 1417–1433, Jun. 2007, doi: 10.1098/rsta.2007.2024. 

[7] S. Yadav, A. K. Sharma, and P. Kumar, “Nanoscale Self-Assembly for Therapeutic 

Delivery,” Front. Bioeng. Biotechnol., vol. 8, no. February, pp. 1–24, 2020, doi: 

10.3389/fbioe.2020.00127. 

[8] J. M. Lee, H. M. Hammarén, M. M. Savitski, and S. H. Baek, “Control of protein 

stability by post-translational modifications,” Nat. Commun., vol. 14, no. 1, pp. 1–16, 

2023, doi: 10.1038/s41467-023-35795-8. 

[9] A. I. Petushkova and A. A. Zamyatnin, “Redox-mediated post-translational 

modifications of proteolytic enzymes and their role in protease functioning,” 

Biomolecules, vol. 10, no. 4, 2020, doi: 10.3390/biom10040650. 

[10] H. C. Hayes, L. Y. P. Luk, and Y.-H. Tsai, “Approaches for peptide and protein 

cyclisation,” Org. Biomol. Chem., vol. 19, no. 18, pp. 3983–4001, 2021, doi: 

10.1039/D1OB00411E. 

[11] A. Z. Wilczewska, K. Niemirowicz, K. H. Markiewicz, and H. Car, “Nanoparticles as 

drug delivery systems,” Pharmacol. Reports, vol. 64, no. 5, pp. 1020–1037, Sep. 2012, 

doi: 10.1016/S1734-1140(12)70901-5. 

[12] A. Khan, R. Rashid, G. Murtaza, and A. Zahra, “Gold Nanoparticles: Synthesis and 

Applications in Drug Delivery,” Trop. J. Pharm. Res., vol. 13, no. 7, p. 1169, Sep. 



  

42 
 

2014, doi: 10.4314/tjpr.v13i7.23. 

[13] Irving, B., “Nanoparticle Drug Delivery Systems,” Inno. Pharm. Biotechnol, vol. 24, 

pp. 58–62, 2007. 

[14] Mehta, B. and Mehta, M., “Amino Acids,Peptdes and Proteins,” Org. Chem., vol. 

Seventh Ad, no. PHI Learning Private Limited, pp. 961–995, 2021. 

[15] D. V. Grishin, D. D. Zhdanov, M. V. Pokrovskaya, and N. N. Sokolov, “D-amino 

acids in nature, agriculture and biomedicine,” All Life, vol. 13, no. 1, pp. 11–22, Jan. 

2020, doi: 10.1080/21553769.2019.1622596. 

[16] J.-M. Lehn, “Towards Complex Matter: Supramolecular Chemistry and Self-

organization,” Eur. Rev., vol. 17, no. 2, pp. 263–280, May 2009, doi: 

10.1017/S1062798709000805. 

[17] G. M. Whitesides and B. Grzybowski, “Self-Assembly at All Scales,” Science (80-. )., 

vol. 295, no. 5564, pp. 2418–2421, Mar. 2002, doi: 10.1126/science.1070821. 

[18] J. Aizenberg and P. Fratzl, “Biological and Biomimetic Materials,” Adv. Mater., vol. 

21, no. 4, pp. 387–388, Jan. 2009, doi: 10.1002/adma.200803699. 

[19] Y. Li, J.B., Wang, K.W., uan, L., He Q., Qi, W., Yan, X.H., and Cui, “No Title,” Adv. 

Mater., vol. 20, no. 2933–2937, 2008. 

[20] S. Zhang, “Fabrication of novel biomaterials through molecular self-assembly,” Nat. 

Biotechnol., vol. 21, no. 10, pp. 1171–1178, Oct. 2003, doi: 10.1038/nbt874. 

[21] E. H. Koo, P. T. Lansbury, and J. W. Kelly, “Amyloid diseases: Abnormal protein 

aggregation in neurodegeneration,” Proc. Natl. Acad. Sci., vol. 96, no. 18, pp. 9989–

9990, Aug. 1999, doi: 10.1073/pnas.96.18.9989. 

[22] Smith, A.M. and Ulijin, R.V., “Designing peptide based nanomaterials,” Chem. Soc. 

Rev., vol. 37, no. 4, pp. 664–675, 2008, doi: 10.1039/b609047h. 

[23] X. Yan, P. Zhu, and J. Li, “Self-assembly and application of diphenylalanine-based 

nanostructures,” Chem. Soc. Rev., vol. 39, no. 6, p. 1877, 2010, doi: 

10.1039/b915765b. 

[24] M. Reches and E. Gazit, “Casting Metal Nanowires Within Discrete Self-Assembled 

Peptide Nanotubes,” Science (80-. )., vol. 300, no. 5619, pp. 625–627, Apr. 2003, doi: 

10.1126/science.1082387. 

[25] S. Marchesan, A. Vargiu, and K. Styan, “The Phe-Phe Motif for Peptide Self-

Assembly in Nanomedicine,” Molecules, vol. 20, no. 11, pp. 19775–19788, Nov. 2015, 

doi: 10.3390/molecules201119658. 

[26] M. Reches and E. Gazit, “Formation of Closed-Cage Nanostructures by Self-Assembly 

of Aromatic Dipeptides,” Nano Lett., vol. 4, no. 4, pp. 581–585, Apr. 2004, doi: 

10.1021/nl035159z. 

[27] A. Dehsorkhi, V. Castelletto, and I. W. Hamley, “Self‐assembling amphiphilic 

peptides,” J. Pept. Sci., vol. 20, no. 7, pp. 453–467, Jul. 2014, doi: 10.1002/psc.2633. 

[28] J. D. Hartgerink, E. Beniash, and S. I. Stupp, “Self-Assembly and Mineralization of 

Peptide-Amphiphile Nanofibers,” Science (80-. )., vol. 294, no. 5547, pp. 1684–1688, 

Nov. 2001, doi: 10.1126/science.1063187. 



  

43 
 

[29] S. I. 56. Zhang, S.; Greenfield, M. A.; Mata, A.; Palmer, L. C.; Bitton, R.; Mantei, J. 

R.; Aparicio, C.; de la Cruz, M. O.; Stupp, “A self-assembly pathway to aligned 

monodomain gels,” Nat Mater, vol. 9(7), pp. 594–601, 2010. 

[30] S.-H. Joo, “Cyclic Peptides as Therapeutic Agents and Biochemical Tools,” Biomol. 

Ther., vol. 20, no. 1, pp. 19–26, Jan. 2012, doi: 10.4062/biomolther.2012.20.1.019. 

[31] S. Scanlon and A. Aggeli, “Self-assembling peptide nanotubes,” Nano Today, vol. 3, 

no. 3–4, pp. 22–30, Jun. 2008, doi: 10.1016/S1748-0132(08)70041-0. 

[32] R. Chapman, M. Danial, M. L. Koh, K. A. Jolliffe, and S. Perrier, “Design and 

properties of functional nanotubes from the self-assembly of cyclic peptide templates,” 

Chem. Soc. Rev., vol. 41, no. 18, p. 6023, 2012, doi: 10.1039/c2cs35172b. 

[33] X. . Zhang S.G. an Zhao, “Nucleic Acid and Nanotechnology,” Chem. Soc. Rev., vol. 

35, no. 1105–1110, 2006. 

[34] E. Gazit, “Self-assembled peptide nanostructures: the design of molecular building 

blocks and their technological utilization,” Chem. Soc. Rev., vol. 36, no. 8, p. 1263, 

2007, doi: 10.1039/b605536m. 

[35] A. Gazit, E. and Cherny, I., “Nanoscale Multifunctional Materials: Science and 

Application,” Chem, Int. Ed., vol. 47, no. 4062–4069, 2008. 

[36] Angrew, Hamley, I.W., “Peptde Fabrication,” Chem.,Int. Ed., vol. 46, no. 8128–8147, 

2007. 

[37] Miller, A.E., Saiani, A., Gough, J.E., Ali, M., Ulijn, R.V., Jowitt, T.A. and Jayawarna, 

V., “Molecular assembly of biomimetic system,” Adv. Mater., vol. 18, no. 611–614, 

2006. 

[38] Mahler, A., Gazit, E., Reches, M., Rechter, M., Cohen, S., “Nanomaterials 

Chemistry,” Adv. Mater., vol. 18, no. 1365–1370, 2006. 

[39] Saiamii, A., Smith, A.M., Tang, C., Turner, M.L., Coppo, P., Collins, R.F., Ulijin, 

R.V. and Wiliams, R.J., “Functional Molecular Gels,” Adv. Mater., vol. 20, no. 37–41, 

2008. 

[40] Z. Yang, G. Liang, and B. Xu, “Enzymatic Hydrogelation of Small Molecules,” Acc. 

Chem. Res., vol. 41, no. 2, pp. 315–326, Feb. 2008, doi: 10.1021/ar7001914. 

[41] S. Toledano, R. J. Williams, V. Jayawarna, and R. V. Ulijn, “Enzyme-Triggered Self-

Assembly of Peptide Hydrogels via Reversed Hydrolysis,” J. Am. Chem. Soc., vol. 

128, no. 4, pp. 1070–1071, Feb. 2006, doi: 10.1021/ja056549l. 

[42] Smith, A.M., Apurba, K. Das, Hodson, N., Collins, R., Williams, R.J. and Uljin, R.V., 

“Nature Nanotechnology,” vol. 4, no. 19–24, 2009. 

[43] Liang, G.L., Chow, K.H., Ho, p.L., Wang, Q.G., cao, Y., Guo and Z.H., Yang, Z.M., 

“Polymeric and self assembled hydrogels,” J. Am. Chem. Soc., vol. 122, no. 266–267, 

2007. 

[44] Angrew, Xu, B., liang, G.L., Guo, Z.F., Guo, Z.H. and Yang, Z.M., “No Titl,” Chem., 

Int. Ed., vol. 46, no. 8216–8219, 207AD. 

[45] X. Yan, Y. Cui, Q. He, K. Wang, and J. Li, “Organogels Based on Self-Assembly of 

Diphenylalanine Peptide and Their Application To Immobilize Quantum Dots,” Chem. 



  

44 
 

Mater., vol. 20, no. 4, pp. 1522–1526, Feb. 2008, doi: 10.1021/cm702931b. 

[46] P. Zhu, X. Yan, Y. Su, Y. Yang, and J. Li, “Solvent‐Induced Structural Transition of 

Self‐Assembled Dipeptide: From Organogels to Microcrystals,” Chem. – A Eur. J., 

vol. 16, no. 10, pp. 3176–3183, Mar. 2010, doi: 10.1002/chem.200902139. 

[47] Park, C.B., Ihee, H., Kim, J., Park, J.S., Kim, S.O. and Han, T.H., “No Title,” Adv. 

Mater., vol. 19, no. 3924–3927, 2007. 

[48] J. Ryu and C. B. Park, “Solid-Phase Growth of Nanostructures from Amorphous 

Peptide Thin Film: Effect of Water Activity and Temperature,” Chem. Mater., vol. 20, 

no. 13, pp. 4284–4290, Jul. 2008, doi: 10.1021/cm800015p. 

[49] J. Ryu and C. B. Park, “High‐Temperature Self‐Assembly of Peptides into Vertically 

Well‐Aligned Nanowires by Aniline Vapor,” Adv. Mater., vol. 20, no. 19, pp. 3754–

3758, Oct. 2008, doi: 10.1002/adma.200800364. 

[50] Gazit, E. and Reches M., “Controlled Patterning of Aligned Self-Assembled peptide 

Nanotubes,” Nat. Nanotechnol., vol. 1, no. 195–200, 2006. 

[51] Gazit, E. and Reches M., Hendler, N., Sidelman, N., Ricter, S. and Rosenberg, Y., 

“Formation of well-organized self-assembled films from peptide,” Adv. Mater., vol. 

19, no. 1485–1488, 2007. 

[52] Li, A., i, J.B., Wang K., Duan, L., He, Q., Yan, X.H. and Cui, Y., “Molecular ssembly 

of Biomimetic Systems.,” Chem., Int. Ed., vol. 46, no. 2431–2434, 2007. 

[53] Y. Li, A., i, J.B., Wang K., Duan, L., He, Q., Yan, X.H. and Cui, “Molecular assembly 

of Biomimetic Systems.,” Chem.-Eur. J., vol. 14, no. 5974–5980, 2008. 

[54] Y. F. Zheng, J.X., Xiong, H.M., Bhargava, P., Quirk, R.P., CHeng, S.Z.D. and Tu, 

“Novel polymer nanocomposite composed of organic nanoparticles via self-assembly,” 

J. Am, Chem. Soc., vol. 129, no. 1113–1121, 2007. 

[55] C.J. pena, Medforth, D., Van Swol, F., Miller, J.E., Shelnutt, J.A., Watt, R.K., Challa, 

S.R., Song, Y.J. and Qi, Y., “Nanomaterial Chemistry,” Chem. Commun., vol. 1044–

1045, 2004. 

[56] X. Yan et al., “Self‐Assembly of Peptide‐Based Colloids Containing Lipophilic 

Nanocrystals,” Small, vol. 4, no. 10, pp. 1687–1693, Oct. 2008, doi: 

10.1002/smll.200800960. 

[57] X. Yan, P. Zhu, J. Fei, and J. Li, “Self‐Assembly of Peptide‐Inorganic Hybrid Spheres 

for Adaptive Encapsulation of Guests,” Adv. Mater., vol. 22, no. 11, pp. 1283–1287, 

Mar. 2010, doi: 10.1002/adma.200901889. 

[58] D.-L. Long, E. Burkholder, and L. Cronin, “Polyoxometalate clusters, nanostructures 

and materials: From self assembly to designer materials and devices,” Chem. Soc. 

Rev., vol. 36, no. 1, pp. 105–121, 2007, doi: 10.1039/B502666K. 

[59] J.-C. G. Bünzli and C. Piguet, “Taking advantage of luminescent lanthanide ions,” 

Chem. Soc. Rev., vol. 34, no. 12, p. 1048, 2005, doi: 10.1039/b406082m. 

[60] J. Ryu, S. Y. Lim, and C. B. Park, “Photoluminescent Peptide Nanotubes,” Adv. 

Mater., vol. 21, no. 16, pp. 1577–1581, Apr. 2009, doi: 10.1002/adma.200802700. 

[61] E. A. Englund, H. N. Gopi, and D. H. Appella, “An Efficient Synthesis of a Probe for 



  

45 
 

Protein Function:  2,3-Diaminopropionic Acid with Orthogonal Protecting Groups,” 

Org. Lett., vol. 6, no. 2, pp. 213–215, Jan. 2004, doi: 10.1021/ol0361599. 

[62] M. Yemini, M. Reches, J. Rishpon, and E. Gazit, “Novel Electrochemical Biosensing 

Platform Using Self-Assembled Peptide Nanotubes,” Nano Lett., vol. 5, no. 1, pp. 

183–186, Jan. 2005, doi: 10.1021/nl0484189. 

[63] M. Yemini, M. Reches, E. Gazit, and J. Rishpon, “Peptide Nanotube-Modified 

Electrodes for Enzyme−Biosensor Applications,” Anal. Chem., vol. 77, no. 16, pp. 

5155–5159, Aug. 2005, doi: 10.1021/ac050414g. 

[64] O. Carny, D. E. Shalev, and E. Gazit, “Fabrication of Coaxial Metal Nanocables Using 

a Self-Assembled Peptide Nanotube Scaffold,” Nano Lett., vol. 6, no. 8, pp. 1594–

1597, Aug. 2006, doi: 10.1021/nl060468l. 

[65] “Schematic-of-monochromatic-light-passing-through-a-thin-slab-of-absorbing-

material.”  

[66] N. J. Coulston, R. P. K. Wells, P. B. Wells, and G. J. Hutchings, “Enantioselective 

hydrogenation of N-acetyl dehydrophenylalanine methyl ester using cinchonine-

modified Pd/TiO2 catalysts,” Catal. Today, vol. 114, no. 4, pp. 353–356, May 2006, 

doi: 10.1016/j.cattod.2006.02.039. 

[67] R. Behrendt, P. White, and J. Offer, “Advances in Fmoc solid‐phase peptide 

synthesis,” J. Pept. Sci., vol. 22, no. 1, pp. 4–27, Jan. 2016, doi: 10.1002/psc.2836. 

[68] Z. Ahmadi et al., “An injectable self-assembling hydrogel based on RGD 

peptidomimetic β-sheets as multifunctional biomaterials,” Biomater. Adv., vol. 133, p. 

112633, Feb. 2022, doi: 10.1016/j.msec.2021.112633. 

 

 

 

 





Similarity Report

PAPER NAME

THESIS PLAG CHECK.1 (3).docx

WORD COUNT

7929 Words
CHARACTER COUNT

48600 Characters

PAGE COUNT

40 Pages
FILE SIZE

15.3MB

SUBMISSION DATE

May 28, 2024 3:38 PM GMT+5:30
REPORT DATE

May 28, 2024 3:40 PM GMT+5:30

8% Overall Similarity
The combined total of all matches, including overlapping sources, for each database.

5% Internet database 5% Publications database

Crossref database Crossref Posted Content database

5% Submitted Works database

Excluded from Similarity Report

Bibliographic material Small Matches (Less then 10 words)

Summary



Similarity Report

8% Overall Similarity
Top sources found in the following databases:

5% Internet database 5% Publications database

Crossref database Crossref Posted Content database

5% Submitted Works database

TOP SOURCES
The sources with the highest number of matches within the submission. Overlapping sources will not be
displayed.

1
Zeba Ahmadi, Santosh Yadav, Aditya Kumar Kar, Diksha Jha et al. "An i... 1%
Crossref

2
epdf.pub <1%
Internet

3
chemistnotes.com <1%
Internet

4
Amity University on 2015-05-27 <1%
Submitted works

5
Dubai Medical University on 2023-05-15 <1%
Submitted works

6
link.springer.com <1%
Internet

7
Sabanci Universitesi on 2022-11-24 <1%
Submitted works

8
University of Teesside on 2024-05-02 <1%
Submitted works

Sources overview

https://doi.org/10.1016/j.msec.2021.112633
https://epdf.pub/molecular-assembly-of-biomimetic-systems.html
https://chemistnotes.com/organic/uv-visible-spectroscopy-basic-principle-application/
https://link.springer.com/protocol/10.1007/978-1-4939-2205-5_22?code=aa8ece5b-e766-4234-b43c-8b7c381b8984&error=cookies_not_supported


Similarity Report

9
Kingston University on 2018-03-30 <1%
Submitted works

10
S. Yadav, M. Mahato, D. Jha, Z. Ahmadi, H.K. Gautam, A.K. Sharma. "En... <1%
Crossref

11
The Robert Gordon University on 2012-04-05 <1%
Submitted works

12
munin.uit.no <1%
Internet

13
repositorio.uam.es <1%
Internet

14
Bijan K. Paul, Debarati Ray, Aniruddha Ganguly, Nikhil Guchhait. "Modul...<1%
Crossref

15
University of KwaZulu-Natal on 2023-09-12 <1%
Submitted works

16
University of Pune on 2015-02-21 <1%
Submitted works

17
equipment.data.ac.uk <1%
Internet

18
i3hsa.org.uiowa.edu <1%
Internet

19
hcpc on 2024-05-23 <1%
Submitted works

20
mdpi.com <1%
Internet

Sources overview

https://doi.org/10.1080/00914037.2017.1393679
https://munin.uit.no/bitstream/handle/10037/21428/thesis.pdf
https://repositorio.uam.es/bitstream/handle/10486/712706/munoz_ortiz_tamara.pdf?isAllowed=y&sequence=1
https://doi.org/10.1016/j.jcis.2013.08.010
http://equipment.data.ac.uk/org/ukprn/10007788/6193c72a316fbb7ede1294deb2c14d28
https://i3hsa.org.uiowa.edu/sites/i3hsa.org.uiowa.edu/files/KnowltonS_AIHce%20_2016_Poster.pdf
https://www.mdpi.com/1420-3049/25/10/2314/html


Similarity Report

21
Institute of Technology, Sligo on 2024-04-28 <1%
Submitted works

22
Qiyun He, Yaxuan zheng, Kang Yan, Jia Tang et al. "The cAMP Recepto... <1%
Crossref

23
University of Illinois at Urbana-Champaign on 2022-02-07 <1%
Submitted works

24
frontiersin.org <1%
Internet

25
H. Jena, Z. Ahmadi, P. Kumar, G. Dhawan. "Bioreducible polyethylenimi... <1%
Crossref

26
Jyoti Rajput, Vineet Kumar, Kalpana Chauhan, Vipin Parkash, Sushil Bh... <1%
Crossref

27
researchsquare.com <1%
Internet

28
University of Leeds on 2023-08-21 <1%
Submitted works

29
University of Pune on 2014-12-29 <1%
Submitted works

30
coursehero.com <1%
Internet

31
dovepress.com <1%
Internet

32
Shruti Srivastava, Surender Kumar Sharma, Rakesh Kumar Sharma. "Sy... <1%
Crossref

Sources overview

https://doi.org/10.1016/j.vetmic.2024.110006
https://www.frontiersin.org/articles/10.3389/fbioe.2020.00127/full
https://doi.org/10.1016/j.bmc.2022.116886
https://doi.org/10.1039/D3GC03737A
https://www.researchsquare.com/article/rs-3009283/v1
https://www.coursehero.com/file/72435029/Lesson-2docx/
https://www.dovepress.com/formulation-and-evaluation-of-a-topical-niosomal-gel-containing-a-comb-peer-reviewed-fulltext-article-IJN-recommendation1
https://doi.org/10.1016/j.colsurfa.2010.10.022


Similarity Report

33
digitalcommons.lsu.edu <1%
Internet

34
pubs.rsc.org <1%
Internet

Sources overview

https://digitalcommons.lsu.edu/cgi/viewcontent.cgi?article=1213&context=gradschool_dissertations
https://pubs.rsc.org/en/content/articlehtml/2010/cs/b915765b

	CANDIDATE DECLARATION
	CERTIFICATE
	OBJECTIVE
	ABSTRACT
	List of Figures:
	LIST OF TABLES:
	LIST OF ABBREVIATIONS AND SYMBOLS:
	Chapter 1
	Introduction
	Chapter 2
	Literature Review
	2.1 AMINO ACIDS AND PEPTIDES
	2.2 MOLECULAR SELF-ASSEMBLY PROCESS
	2.2.1 SELF ASSEMBLY IN PEPTIDES

	2.3 SELF ASSEMBLED NANOSRTUCTURES
	2.3.1 Nanofibrils
	2.3.2 Nanowires
	2.3.3 Transition in nanotubes

	2.4 PEPTIDE-INORGANIC HYBRIDS
	2.5 PEPTIDE SYNTHESIS
	2.5.1 Solid Phase Peptide Synthesis
	2.5.2 Solution Phase Peptide Synthesis

	2.6 PEPTIDE PROTECTING GROUP
	2.6.1 Boc Protecting Group
	2.6.2 Fmoc Protecting Group

	2.7 Applications of FF-based nanostructures
	2.7.1 Biological Applications


	Chapter 3
	Methodology
	3.1 MATERIAL USED:
	3.1.1 CHEMICALS USED:

	3.2 TECHNIQUES USED
	3.2.1 DYNAMIC LIGHT SCATTERING
	3.2.2 LYOPHILIZER
	3.2.3 CENTRIFUGE
	3.2.4 UV-VISIBLE SPECTROSCOPY
	3.2.5 Thin Layer Chromatography
	3.2.6 FT-IR SPECTROSCOPY
	3.2.7 NMR SPECTROSCOPY
	3.2.8 MASS SPECTROSCOPY
	3.2.9 HIGH PERFORMACE LIQUID CHROMATOGRAPHY (HPLC)
	3.2.10. TRANSMISSION ELECTRON MIROSCOPY (TEM)

	3.3 METHOD USED
	3.3.1 SOLUTION PHASE PEPTIDE SYNTHESIS
	3.3.2 SOLID PHASE PEPTIDE SYNTHESIS
	3.3.3 NANOSTRUCTURES FORMATION
	3.3.4 DYNAMIC LIGHT SCATTERNG (DLS) STUDIES
	3.3.5 UV-VIS SPECTROSCOPY
	3.3.6 TRANSMISSION ELECTRON MICROSCOPY (TEM)
	3.3.7 NMR SPECTROSCOPY
	3.2.8 Zone of inhibition (ZOI) assay
	3.2.9 Minimal inhibition concentration (MIC) assay


	Chapter 4
	Result & Discussion
	4.1 Synthesis of  Ac-ΔPhe-Pro-βAla-His-OH (I) , Ac-ΔPhe-Pro-Arg-βAla-His-NH2(II) &  Ac-ΔPhe-Pro-Arg-βAla-His-OH (III)
	4.1.1 PURIFICATION BY HPLC
	4.1.2.1 DYNAMIC LIGHT SCATTERING STUDIES
	4.1.2.2 UV-DATA OF NANOSTRUCTURES
	4.1.2.3 NMR DATA OF NANOSTRUCTURE
	4.1.2.4 FT-IR DATA OF NANOSTRUCTURE
	IR data of Ac-ΔPhe-Pro-βAla-His-OH (I) is shown below. Graph Showing the peak around ~3400 cm-1 confirms the presence of N-H bond, peak around ~1700-1750 cm-1 confirms the presence of carboxylic group.  FT-IR data of remaining nanostructure is under p...
	4.1.3.5 MASS SPECTRUM OF NANOSTRUCTURE
	4.1.2.6 TEM-IMAGE OF NANOSTRCTURE


	4.2 Antimicrobial activity
	4.2.1 Microorganisms and growth conditions
	4.2.2 Zone of inhibition assay
	4.2.3 Determination of Relative minimum inhibitory concentration (MIC)


	Chapter5
	Conclusion
	& Future Scope
	Chapter 6
	REFRENCES

